


�ð�î��
��

��
��

��

�)�L�J�X�U�H���������$���%�D�\�H�V�L�D�Q���L�Q�I�H�U�H�Q�F�H���S�K�\�O�R�J�H�Q�H�W�L�F���W�U�H�H���R�I���S�R�S�X�O�D�W�L�R�Q�V���R�I���E�L�J���E�O�X�H�V�W�H�P�����$����

�J�H�U�D�U�G�L�L�����E�D�V�H�G���R�Q���W�U�Q�4���8�8�*�����U�S�V�������F�S�'�1�$���V�S�D�F�H�U���X�V�L�Q�J���0�U�%�D�\�H�V�������������V�R�I�W�Z�D�U�H����

�1�X�P�E�H�U�V���D�S�S�H�D�U�L�Q�J���D�W���W�K�H���Q�R�G�H�V���D�U�H���S�R�V�W�H�U�L�R�U���S�U�R�E�D�E�L�O�L�W�L�H�V��

��

��

100 

81 

89 

93 

100 

63 

60 

������

84 

53 

100 100 

84 

I ������
I I ������

I 

I 77 
I 53 

I 

I 

I 60 
I I 67 

I 

I 100 
1 100 

I 

I 

Ml-1 

MN-3 

M0-3 

IL-8 

IL-7 

IL-9 

IL-2 

IL-1 

Wl-6 

M0-7 

s D-1 

ND-1 

NE-8 

NE-6 

C 

M 

KS 

0 -3 

NE-7 

0 -5 

KAW-1 

-10 

NE-5 

-8 KS 
OK -1 

IA-2 

IL-10 



43  

  

 

Figure 4. A Bayesian inference phylogenetic tree of populations of big bluestem (A. 
gerardii) based on both cpDNA spacers (rpl32-trnL(UAG) and trnQ(UUG)-rps16) using 
MrBayes 3.12 software. Numbers appearing at the nodes are posterior probabilities. 
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Appendix 1. Electrophoresis gel pictures (top: rpl32-trnL(UAG) spacer and bottom: 
trnQ(UUG)-rps16 spacer) in A.gerardii.  
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Appendix 2. Populations of A. gerardii in a common garden established by Johnson et al. 
at Hays, KS (38.85 °W, -99.32 °N). 

 
Photographed by Tej Man Tamang 

  
Picture courtesy: Johnson et al. 


